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BB DS S CTwbe LA L, M genitalium O FRBARD & 045 BERE 22 H00 TN EEZ =
L5 M. genitalium OFEREZHRERIZIT L A LT TRV, blbUdMliGD 1207
V= 7 Egh LIRS O BE > 5155172 M genitalium ® DNA A Z =2 —F% /1
VIFEICBI D B gyrA BT & parC BaT-OEE L~ 70T 4 FiFtEIZB5-3 % 23S rRNA #
BT OERZBIGF L CE&ze LA L, HAZHASHS NMEIZ & 2 EEHBETOREIZ b
NCTwivy, HARIZBITA M. genitalium OFEHIMEOBARZHS 02T 572012, HADKH
oSN HBITO M. genitalium OFHTHVEE T AR 2T 2 013, RiER
HEOGHOIRE AT HICM -V BRL DL L L ER T2,

W

SO =N F A%, AHEENE AMUAREFROREHFEEL LTHRIZBIT
M. genitalium OFFIMEOEIREZHAS 22452 2 HAGE LTITo 720 M. genitalium 1%, i
IRBAR D & DR HENHEETH D 2 &5, BRIRMET D M. genitalium DNA # Fi\C= 2 —
X a UiHEICED D gyrA EIn T & parC Bl OERE <705 4 FiFEIZBE S35 23S
rRNA BT O R MHET L7zo M. genitalium ORI, PRBEIS DS 2\ 72D &2 17> T
LRRIIR SN TW5, 2D, M genitalium (ZIEMRBE IR E R EE O 20% 12 L 2t &
B\ADT, R L HBITOREFIM ML F OMA L FERST 572012, LSI AT 4 L ARG
FERRARRIZIRAF ST B M. genitalium FptERfEZ Fiv 4 2 & & L7zo IR KSED L U LST A
T4 T AMHNOMEEB S OAKGRZHR/2HIZ, 2013 FE0 5 2017 EOBICEFEE % 22 L7
BFIRE IR EE D M. genitalium FTEDRIR X 0 155 MR S LTz DNA#E Z FiV T, gyrA
LT & parC BT B & 18 23S rRNA @ T OER LR L7z DNABRK LY gyrA izt &
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Table 1. Numbers of DNA specimens by year and area of collection of the

specimens

No. of DNA specimens

Area in clinics, from which DNA specimens were collected Total
Sendai Tokyo Osaka Other*

Year

2013 19 82 14 4 119
2014 24 76 17 8 125
2015 30 79 19 7 135
2016 23 80 22 4 129
2017 23 58 32 6 119
Total 119 375 104 29 627

*Fukuoka, Sapporo, Kanazawa, Kochi are included.

Table 2. Numbers of DNA specimens, in which Met95 or Asp99 in GyrA, Ser83 or
Asp87 in ParC, or A2071 or A2072 in the 23S rRNA gene could be analyzed, by
year of collection of the specimens

No. of DNA specimens

Analyzed amino acid in: Analyzed nucleic acid
GyrA ParC in the 23S rRNA gene
Met95 Asp99 Ser83 Asp87 A2071 A2072
(Ser83Y)  (Asp87) (Ser80) (Glus4) (A2058)  (A2059)
Year
2013 78 78 84 81 100 100
2014 112 112 101 111 118 118
2015 125 124 101 96 123 123
2016 102 102 111 107 112 112
2017 112 112 112 112 115 115
Total 529 528 509 507 568 568

“Amino acids and nucleic acids in E. coli, to which those in M. genitalium correspond,
respectively, are given in the parentheses.

parC #fnB L 23S IRNA @R T-O—E 2 H{IE L, BEROTEIE->Txru I A Fiftks &
OF /0 VPRI B S 2 BE T AR RES L7z BEEFEROMEIE, LSI AT 1 T2 A &G
FEARAER I CTHT o 720

FEREIE

Table 1725, GRIOH —NA F > AHHE L L TIUE S N7-WIK DNA KON, (HHREICIES
NTBEEZBRILT, 1BREIREE LESAOREETH 5. BT 627 kL 2D, Zhb
DOBARIZ OV CHEIZTEROBEE & T L 720 W OBEREZE 25 LB L) PUES oM
AR L% Fo 7,

RAEMAR 2 B L 72720 12— F8OMAE Tl DNA OHLIC X 5 L BbN b S, EETHTHH
72 7ro720 Table 21, FBIRTIZ2WTHITIHETH o 72 Mk % "9, Figs. 1~3 T, 4l
OKEITEO 572 GyrA T D Met95 & Asp99 (KIFH O GyrA & D Ser83 & Asp87 (2
1) ParC 1D Ser83 & Asp87 (KEH @ ParC & ? Ser80 & Glud4 124H24), 23S rRNA &
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Fig. 1. Incidence of amino acid changes at Met95 or Asp99 in GyrA of M. genitalium,
corresponding to Ser83 or Asp87 in E. coli, by year of collection of DNA specimens
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Fig. 2. Incidence of amino acid changes at Ser83 or Asp87 in ParC of M. genitalium, corre-
sponding to Ser80 or Glu84 in E. coli, by year of collection of DNA specimens
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Fig. 3. Incidence of nucleic acid changes at A2071 or A2072 in the 23S rRNA gene of M. gen-
italium, corresponding to A2058 or A2059 in E. coli, by year of collection of DNA speci-
mens
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Table 3. Numbers of DNA specimens, in which Met95 and Asp99 in GyrA,
Ser83 and Asp87 in ParC, and A2071 and A2072 in the 23S rRNA gene
could be analyzed, by year and area of collection of the specimens

No. of DNA specimens

Area in clinics, from which DNA specimens were collected Total
Sendai Tokyo Osaka Other®

Year

2013 16 37 8 4 65
2014 24 62 15 4 105
2015 25 48 11 5 89
2016 21 50 18 2 91
2017 23 52 28 5 108
Total 109 249 80 20 458

2Fukuoka, Sapporo, Kanazawa, Kochi are included.
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Fig. 4. Prevalence of M. genitalium with or without amino acid changes in GyrA and/or ParC and/or mu-
tations in the 23S rRNA gene by year of collection of DNA specimens

ZF 0 A2071 & A2072 (KRB EE @ 23S rRNA B0 A2058 & A2059 12AHY) (2513567 3/
FRZAL & IR FEROHE L IR T o GyrA & DOZALIX 2013 F 2 5780 S, 4F & B 2
& o720 ParC EZHDZALIX, 2013475 2014 SR THML, Z2D%IEZDHEE1Z60% 205
70% TIIIZFEROMEI % 7R L 720 23S rRNA IR FARIE, FELBinEmErL, 2017 F12i32
DEENIH T0% 1232 L 720

GyrA & E D Met95 & Asp99, ParC & @ Ser83 & Asp87, 23S rRNA #E{zT® A2071 &
A2072 128157 3/ BZALE B TFEROT X TOME DB EETH o 72EGI I, 2013 4F,
2014 4, 2015 4F, 2016 4, 2017 45T, Zh 2465 Mk, 105 Mk, 89 kufk, 91 #efk, 108 #efk
TdHh o7z (Table 3)o Fig. 41%, GyrA #&H, ParC &H & 23S rRNA #EZT-O7 I/ BAEL L &
ETEROEEGEZ R, &K T, BETEILOR RO EIEIZE 4 B ETH D, 2016 4F
& 2017 4TI 20% LT o 720 ParC & H & 23S rRNA #Ea T I2ZALD & 2 RO F & 13388
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Fig. 5. Prevalence of M. genitalium with or without amino acid changes in GyrA and/or ParC and/or mutations
in the 23S rRNA gene in terms of years and areas in which DNA specimens were collected
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ER

¥/ uVigEEETEEB L O~ 27 05 4 NifEER LR 42RO M genitalium OSEED
i LAMEINCH B 2 LSS A &oto%/D/Wﬁ@ﬁ?zﬁbi077ﬂ74Fmﬁﬁ
BT EROW )T %43 5 ZHIMED M. genitalium OEIE 7 2016 4ELAFE 60~70% 123 L, FFIC
sitafloxacin & azithromycin (2 X 2 B LB HE SN TW D GyrA & H, ParC &H & 23S
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LTBY, 51, M genitalium BEAFEDEFEVSEEEZ 2 5 2 EATRE SN2,
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