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49% H 5 2020 FEITIE 20% LUFITF I ETIF 2 E WS BRRIBENESH SNz, HHETIETTA MRSA D
BRHERAF <, MZX T CA-MRSA DREEHIER TETWD, ZOHT, AFV URHEEREERSY
DRFBSICIE, TNETOHRDH TIEARTRTHY, ASHDFH LWMEREFH, BRUEHFDHLET
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FHEEARET DT & THRBIEFHTESRIETTHY, KYRVBENEAZSEBOLET LT ANET

H%.
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2015 4F 5 HIZBAD - A AR ERER (WHO) @
FEIZB VT, FHFIM 4 (antimicrobial resistance ;
AMR) ICB§ 570 =NV -Trvay T
PERIR S, A EIL AMR ICBET 535 % 5k
LNTW5h, DAEIZBWTY, JEAG @S [
PR B9 2 Mt i B x| SRk S, 2016 4F 4
AIZAMRMET 7 v a v 79 U FiRgE SNz, @
T RIEFS - BE, QBRPA - B, QORI -
B, @OPuEwHIOBIEMSER, G©FZER 5 - 81,
OEMEHTI, PERBRTH L5, ZOHRTELRM
AWO AMR ZICH L THORIFIEDSEO SN THE D,

W7 NS S RBEMICEEFN TS,
DOOVENET A &L IZATF ) VG T
FoEE (MRSA) SIEE L LTHIGNTED, BE
PSSRt S — XA 5 » 253 (Japan Nosocomial
Infections Surveillance ; JANIS) |2 X % 4 F 35
T — % TIX 2000 FFIIX 7T ELL Ao Tz X F ) Vit
ML 20 FpT COBMETTITCELEEDD 5o
ZFITOREIMNE & D LR IR W 2 &
5, AMRXT 7 ¥ a v 7J > O Tld 2014 4
1249% ThH o 72FHB T FOERBEICBITA X F2)
VA, 2020 1213 20% LTFICFUF S &9
HEESVLTHNTZ, D326 4 T MRSA it
FAE30% b TIFE LV DA% )Pk Tidd
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Adapted from European Centre for Disease Prevention and Control (ECDC).
https://ecdc.europa.eu/en/publications-data/surveillance-antimicrobial-resistance-europe-2017
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Fig. 1.

B0, WHEREIHE L SRR S vk vy 1L
ARTERCTRIEVEHERETH L, 72721, T
e 1 MRSA (CA-MRSA) @ LK 250 R R % B 3L
MRSA (LA-MRSA) o Bl 7% &, 354 MRSA %
WY& CRBIIRECEBILLTD, ZNETOR
BElZBRIE L 72 ek 3 0 A T ld MRSA % HillET %
CLEWEETH Y, N OB R SR,
Mk & 72§ N COEBE SR, S OII3AE
R EYW % &7 [One Health] O 5%
YEZHR - NIREZEZDLEND S,

RFETIE, DAHEIZBIT S MRSA B EOHER
& CA-MRSA OBUIRZMHL L, AMRXHT 7 2 =
TGk sFE A5 HO MRSA MEIZOWTHR
9%,

. MRSA DFEESE & IRIK

MRSA & A F ) U SRR ZEICEA S N/-E
H%0 1960 4E12 A £ 22 BV THEFRTH S THE
EN7Vo mecA BIRTFREHTHI LI2L D) PBP
2% AL B-T 7 5 L RPUE IS A R T
MRSA FRF# (X MRSA JEYED ) A 7 H38 <, i
DAND MRSA (RIEOMARIR & b % ) 155, B
Rt O 5 B Mg £ ORI TIE, I DR &
PUAHEIC X 2 BPULIC L ) ZHIIER T 2 Be K
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Trends of methicillin-resistance of Staphylococcus aureus by country in Europe, 2009-2017.

e MRSA (HA-MRSA) %3IA 7%, 1980 4E A1
1% HA-MRSA 23 R 12 47 L 7229 HA-MRSA
ZZDOHRGWBENICFEE Y felf, BIETIRBUET %
ZIZTNTOPREI L TR AR S T
B Y, vancomycin (VCM) 1ZxF LT d W HEREAH
HLTwaY,

Z D%, HA-MRSA I3 & 5% B 8 i 5% C o b [
ERDMMER & LTHZ SN, BRI EAED 5
T&7e TORFELD D, 2000 FEALBEICIES
EF [T MRSA Oz FIF5 2 LTI L
Tw5 (Fig. 1) BAENZ BT b IR TILIK G
PO EMATE D, 2000 £E121F 69% TdH - 72
17 RO ERE BT 5 X F ) VliFEERAT 2017 48
213 477% 12 E T > T3 (Fig 2)o

L2 L, 1990 44820 & Mok A9 S8 41 & 32 M D3 i 72
5 HA-MRSA &3 87 2 5# % b - 72 MRSA #°
HREH TR S NGD 72, 215 O MRSA X [E
PR B Bk & BAAR O 2T O R ARG E 2 5 |
X Z 972 CA-MRSA EIEIEN 720 BRHIZT A Y
71 Tld CA-MRSA 232U A 250, 2004 4E D F 4L
TIIHREHRZ BT B K BRI SE A & 55 B
SNLEMLT FUIKEOK 8 &IA*MRSA TH ), £
DIFE AEDNEREEIZD» DL EEZLNTVD
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Fig. 2. Trends of methicillin-resistance of Staphylococcus aureus in Japan.
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Adapted from Centers for Disease Control and Prevention (CDC).
https://www.cdc.gov/abces/reports-findings/surv-reports.html

Fig. 3. Revised annualized national estimates in the United States, Active Bacterial Core surveil-

lance (ABCs) MRSA 2005-2015.

HACO, healthcare-associated community-onset; HO, hospital-onset; CA, community-associated

Panton-Valentine @ 1 7 3 ¥ > (Panton-Valentine
leukocidin ; PVL) % AT A2HE—~0 70— (X
VAT 4 =¥ 47 USA300) THh2oI Lok
ENTe T A B O MRSA BN A FERRT 5 &,
FEAER BRI MRSA o fitid-> T&Tnb
b OO CA-MRSA OB AT IMER 12 5 2 & A
bhb (Fig 3)o F72, W TRE NIERIE &
Fl&# 2 LTz USA300 clone 25EBEPIIC b 2%

LTHY, ZhF THAMRSA O K% DT
W7 LA ED New  York/Japan clone (7¥)b &
74— F¥ A7 USAL00) (2% > T HA-MRSA
BAYED FELREKNE L 2 ) 2255 (Fig 4).

— 5 TN TIE MRSA OBRZEIZEII L7z & vz
HEDHE L, T A HIEE CAMRSA ZIEA > T
WA, LA-MRSA O MBI RELE 2 o T b,
20044, & T U FICBVTERE - RICHIEL 2
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Adapted from Centers for Disease Control and Prevention (CDC).

https://www.cdc.gov/abes/reports-findings/surv-reports.html

Fig. 4. Trends of MRSA clone types (pulsed field types) isolated in communities and hospitals, Active Bacterial Core surveil-

lance (ABCs) MRSA 2005-2015.

sequence type (ST) 398 clone |2 & % LA-MRSA
JRGLFEDSHRG SN2 + 5~ F1E MRSA o

MG, BB E R (2 BV B R iR b B
L7ZEDO—2THAED, TOHBOFTANTHEELEE )
B ik & 13 F o7 (B AREEO T TH N

FHERRE @H&@Fﬁfﬁ#ofuxé Lo T
& 700 RIRBEE R D AT MRSA 247> T
RT5ThHAHILIIRENT, BWHEHFI L 7% 554
Tholzo EHITAFYATIREDOINI DB AT
DY VIETH HI2L b 5T, mecA BInT
IRFEL 2 WEE T P (LGA25L) 25t &
N7z T OBMHD S mecA EIET & 70% D
FEAH 28 L 2 F ) ViitEE T (mecC #
ZF) PRI SNTEY, REITH L IR D5
A LTHRB#ESIN>OH L, MRSAIF I
F TS SELPREIMEZ RS 7 10— 2 PES
o TERD, EFETEHHRRELLEDSEE
ERBERICEIS L, BB ENTH L
YATDOI =V PILB>TETW D,
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Il TERTELGEMROFH BnFr1EVD)
1. 24V OfEE

M OEFFEIHONE YA 7EE LT
INIVAT A=)V RTVESIKE) (pulsed field gel
; PFGE) % multilocus sequence
MRSA f§H D 5 A

cassette chromo-

electrophoresis
typing (MLST) 7 &E4%H %753,
¥ 7 & L C Staphylococcal
some (SCC) mec typing, spa typing 7% &2 5.
INLDIA Y TERRAVDLIEIZLD), Boh
ToHIRIC BT LT N7 LA 7 ORI IR AT
Bl SN/zzu— 2 L OREEIT) ZEHNTE 5,
¥512 SCCmec  typing 1&, B % L35 D
T, MRSA OFFTICBWTIIEETH 5,
2. SCCmec typing

MRSA ¥ mecA % & L4 EZFHETH 2
SCCmec % MR¥Fd 52 & TAF Y Vi % #ES
¥ %o SCCmec 1$ mecA & ZDOHIMK T TH %
mecR1 B XU mecl 755 mec BinTHERE
Var¥) v NERTTHD cer BInTHAKT
B SN 5%, mec BIZTHEMRIT class A~E D
S5HEME, cor BIETHAMRIL type 1~9 @ 9 FHEEAS
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Table 1. Characteristics of HA-MRSA and CA-MRSA
HA-MRSA CA-MRSA
MLST ST5 (New York/Japan clone) ST1 (USA400 clone)
ST247 (Iberian clone) ST8 (USA300 clone)
ST239 (Brazilian, Hungarian clone) ST30 (Global clone)
ST80 (European clone)
ST59 (Taiwan clone)
PFTs USA100 USA300
USA200 USA400
SCCmec type L IL III v, v
Toxins TSST-1 PVL
ET
Susceptibility Multidrug resistant Susceptible to some antibiotics

HA, hospital-associated; CA, community-associated; MLST, multilocus sequence typing;
PFTs, Pulsed field types; TSST-1, toxic shock syndrome toxin-1; PVL, Panton-Valentine

leukocidin; ET, exfoliative toxin.

WESNTBY, ZOMAREDLEIZLY SCCmec
type (X type I~XHI FTH A 7ENLY, th
TY type I~II1Z HA-MRSA & LT, type IVHE
LW type VIZ CA-MRSA & L THIHEENS Z &
N EDHSENTWS (Table 1)o SCCmec typ-
ing 1% Tto & 2%#iH; L 72 multiplex-polymerase chain
reaction (PCR) % HI\»72 5 C Bl 1247
ZENTELW, 2+ b® multiplex-PCR #1479
Z &, SCCmec type I~V O5FENWEETH 5,
COHETHRHTE WAL, primer BEAIE 5
\CEEPFEAET B0 e R SCCmec  type 1~V DL
MO AT THDLIREM A Z 2 5o WETIX, TA
7 by TRIOUMA S — 4 > — (Next-generation
sequencing : NGS) 23% K% LTEB Y, NGS % f
TR ST RE T L, 55 N72BH] % Center
for Genomic Epidemiology (CGE) ¥ —/N— kT
BE&$ A2 &12L Y SCCmec typing #1179 2 &
$ W BE T & A (https//cge.cbs.dtu.dk/services/
SCCmecFinder/)s SCCmecFinder & %213 5172
DY AT ATIE, SCCmec type Id type I~XIII
DI EETH 57,
3. MLST

MLST (& 7 # %8 @ housekeeping gene O #4571
FERCH & JoE LEEFRYIFS 2R ) S TL2 LT
HHRBOFAT 0 — 2 kBT AN ETH 5,
7 KR T3 arcC, aroE, glpF, gmk, pta,
tpi, BEWyqll DT ODBIETEMRET 2,
Flfn T a3t R & L7z PCR ¥IEEY OBLY % JeiE
L, 155 72 B %) & MLST website (https://

pubmlst.org/saureus/) 2B W TEEHIOEY] & &
$ 52 L THEETRYES 2 E )RS, MLST
RahEST Do T—FN=ADFELL TR, IR
HORKEILT 52 LA TELIEREN L HEE
o Twhb, STS (New York/Japan clone) % ST
247, ST239 72 &S HA-MRSA 7 u— > & L TS
RS> TH DY, CAMRSA & LTIR7T A7
THEZ ST O, WM THH &5 ST80, HE
7 YT TR SIS STH9, RIS S s ST
30 7% ENEETH 59 (Table 1)o B, NGS % H
W72 RAT ST RE T i, MLST & CGE & —
IN— L THPIET LH I EDTE S (https://cge.chs.
dtudk/services/MLST/) o MLST TI37 2 @ i#{z
F O IRERY 2 RET B LEN > B 72D~
=R VTSI A MY, NGS % w7
ST AERTETA NV HE N EDL D,
FHORiFx TlE MLST 2179 LBV H 55 E 130D
725 NGS & 72457 7 MR ZAT D) 2 & D%\,
4. PFGE

PFGE 155 OBk DNA % HIBREE SR CUIW L,
ZOWH OB S8 — > D & BIkkOARF 1 % #515
5 ThH D, FR% DNA WH % kB3 % 729,
FERR R S8 L Pl 2 25 5o BUF T 2Tk o T
38D S EEREDTE WO —2TH 1Y), PFGE Dk
B8y — SE L THILULR CEkE & 2 T X\,
— RN ATIRBEN R0 B & AL 72 #3s C O RIE A b i
T2 A AT ) TR T % A%, MRSA ICBI L Tl
Ronszzo— Y FpTHRITL TWw 2720,

Centers for Disease Control and Prevention (CDC)
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Number of isolates

2010 2012
All samples

(from the skin or pus of 5,577 9,465
outpatients)

Culture-positive samples 3,957 6,428

S. aureus isolates 1,436 2,145

MRSA isolates
260 (18.1% 413 (19.3%
(MRSA/S. aureus) ( ) ( )
Analyzed MRSA strains 241 384

100%
90% s SNT
it L1 ]
70% Dtype Il
60% o mIV/PVL+/USA300
50% li. BIV/PVL+/non-USA300
40% Dtype IV/TSST-1+
30% | mtype IV/ET+
20% Otype IV/toxin-
10% mtypeV

0%

2010 2012

Fig. 5. Characterization of Methicillin-Resistant Staphylococcus aureus Isolated from Skin and Pus Samples of

Outpatients in Japan 7.

NT, nontypable of SCCmec type; type I, SCCmec type I; type II, SCCmec type II; type V, SCCmec type V; IV/PVL
+ /USA300, SCCmec type IV/ Panton-Valentine leucocidin gene-positive/Pulsed field type USA300 clone; IV/
PVL + /non-USA300, SCCmec type IV/PVL gene-positive/Pulsed field type non-USA300 clone; type IV/TSST-1
+, SCCmec type IV/ toxic shock syndrome toxin-1 gene-positive; type IV/ET +, SCCmec type IV/exfoliative
toxin gene-positive; type IV/toxin —, SCCmec type IV, negative for all toxin genes, including Panton-Valentine

leukocidin, toxic shock syndrome toxin-1, and exfoliative toxin.

TlL PFGE OkE)/Ny — 12X Y 7 N Bk
% USA100~1200 (238 TWwW5"9, 72721, F#F
L O % USA100~1200 1278 5121k, 2
SIZMERR A AF L, MO CERIKE) 21T ) LA
HDo MRLSH THIL S NAHBKE IET 5 I121ER
MELFETHD, TAVATIEIVAT 4 =)V F
Z A4 7 USA300 25 CEIEL CB Y MEE & -
TWhHZEidmdk L7280 Thb, HA-MRSA
DRFEHETH A New  York/Japan clone 13751 A
74— F% A 7 USAI0 DN F/88 — > % 58
3% (Table 1)o
.  CA-MRSA
1. hHEITHIFS CA-MRSA

DILONA 2412 1 MO TIT-> T B 7RE
B DORRE A S M &7z MRSA (CA-MRSA & 78
ET D) OFHTTIE, MBS EHOT FYERREO
# 2 EA MRSA T 5'”,SCCmec type IV & type
V ASKEG % 6 %A%, PVL EAFRIL 1 SR T
HY, TA)HTERL T\5 USA300 clone (X1
LA EN o7z (Fig. 5)o L2 L, ¥24E PVL
FEAEREDSHEIMEIC A ), USA300 clone O b
BWIMEMIZH 5, F72, ABRBEDSORENS
WEEZONDLIMEHEEIZBVTYH, FHES I

BARMEFEEFRMES Vol 67 No. 5

MRSA @ 3~4 #]% SCCmec type IV 235 L9
2% > TE& T2, bAEIZENTY, CA-MRSA
HBIZT YA T O 10— 2K 2 HREEGHE B D3 2
T&ETHY, CAMRSA EAiE % g LB r %
ATV LEDND S,
2. CA-MRSA DEGERER

T A1) S TEREL TWw5 USA300 clone 12 & % &
FEDRRRIGIEHS 027 > TE TN B, ARFH;
17 B o BRI B2 R AR R GRE 2 i 2 LR »
BECTH Y, USA300 clone (2 & % REYAE b K5
P FE AR GIE TH B0 L L, HREICHFfE
T NAHEFE NN 25 R0 B &\ - 7o BB R GYE &
FIEEIL, ZOBHIEIIINTH L, ZOHEHE
1212 USA300 clone 44 @ arginine catabolic mo-
bile element (ACME) % PVL 2515 L C\w 5 &
EZOLNTWAEY, KEBTO#E T B ERR D L
3% o-toxin % phenol soluble modulins (PSMs) 2
DWCHEERNL VI LML TRBY, F&
FHRNTDHAA DS S Z L TUSA300 clone DI
RS L TCnhrEEZbNL, ZUuixfl, b
HE T USA300 clone D b 7% <, HAD
CA-MRSA 7 1 — U DSAET B 5%, ZDIRIEMHEIZD
VTS 2T o TO AR WERF A SV, KRk
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Table 2. Percentage of Susceptible Strains of MRSA in each SCCmec type (%) 7

Antibiotics

SCCmec type

(The MIC values for the susceptible strain) 1 I I\ V4 NT total
cefazolin (< 8) 429 19.1 47.7 94.7 38.9 459
cefmetazole (< 16) 57.1 22.7 88.3 97.4 44.4 65.3
flomoxef (< 16) 71.4 32.3 95.1 98.2 55.6 72.2
imipenem (< 4) 57.1 28.8 92.1 97.4 66.7 70.6
gentamicin (< 4) 0 20.9 30.1 6.1 11.1 21.6
levofloxacin (< 1) 0 23.6 57.9 86.0 55.6 50.2
clindamycin (<0.5) 85.7 4.5 73.3 76.3 27.8 48.5
fosfomycin (< 64) 57.1 26.8 91.4 71.9 66.7 64.0
erythromycin (<£0.5) 0 0 29.3 19.3 0 16.0
minocycline (< 4) 85.7 33.2 74.4 81.6 66.7 61.1
sulfamethoxazole-trimethoprim (< 2/38) 100 98.2 98.9 96.5 100.0 98.2
vancomycin (< 2) 100 100 99.6 100 100 99.8

FHAREGLRE I B W CIERTR O & B, SCCmec type
IVBE U type VIZXDEEHIH%L 75, PVL E
ARRIZA R, REFBFESR (exfoliative  toxin ;
ET) < toxic shock syndrome toxin-1 (TSST-1) %
RS DLW, ET AL T 87 BRI 12
P RE R B HEBERE  (Staphylococcal Scalded Skin Syn-
drome ; SSSS) RMfiEEE DS OMMAL , W
ME 7 EDEREEGBI A S S b 2 L3k,
TSST1E M*> v 7 vay ZIEEROY 2 v 71K
BEFIEREITA-NN—JHELTHALTH b,
TSST-1 EEA CA-MRSA (X[7] U < TSST-1 % AT
A7 10— Y Tad® AHHAMRSA 7 O — » O New
York/Japan clone & H# L C, TSST-1 OFELED
LW EDHOENT WD, BIEN,SRIEENS 2
EDVLL, Ty a— X B EERGES D HE S
NTWDLZ ML JREEFEW I O— 2 Th
LUHEMED Z 2 TS B L ED B 5o 41421 CA-
MRSA EGHEAIEIM L T S ITREME D D 1, FF IS
EEDWE 22 D1E USA300 clone 7% & D EE: 7
0 — 22K 2 EREEEF O TH 5o FEBIZ MK
¥4 5 D SCCmec type IV 7 10— O4rHEix b
ZTHY, CA-MRSA O L V) REEIEGEH
WMz a3, FTEND R L2LEND L,
F72, BRSO — S S NREL A 2 TR
R LGHREHESTLLEDPH 5,
3. EFIRRZME

SCCmec type Bl DOHHFEZMHE % /RT (Table
2)", ¥, type II L IELL type IV Tk -7 7
5 LRI IE D EZ S ERIFTH %o LA L, MRSA
13 mecA FFEL7- PBP2 %A TE LREMERT

HY, WIEERIEZ R LR SR CTh o
Th, B-77 9 ARPRELHHTREThv, &
HiX MRSA 1285 B-F 7 & L ATIHEOBZ M
FEHR % CA-MRSA 7 10— »H» HA-MRSA 7 10— »
OGS HEIZHH L TWwWb, Table 2 T/RT & B
), cefmetazole, flomoxef, imipenem, fosfomycin
(FOM) & type II CTlfMEMEMASR L, type IV T
G b TND OERIDIEME L RTH A
1% SCCmec type IV ® MRSA % %&9) o Clindamycin
(CLDM) & minocycline (MINO) & [F] Uf&E[TIZ &
A5, type IV IZBITHMELAHEATE D THIA
Wb Z &%\, ilZ gentamicin % levofloxacin
XEDY A FIZBWTHMPEE 2R <, SCCmec
type D RN IEFHH TE v, HHEHE L LTI,
sulfamethoxazole-trimethoprim (ST) & #J, VCM
139 _XTD MRSA IZBWTIEZ WA RIFTH ) %
LTV CA-MRSA 12 X 2 75 IEGiE % 5k ) 3
B ST ER»HEHRTH Y, CLDM, MINO, FOM
b HANEZ AR I BRSSP RITThH N
SRR DSINFRETE 5o

CA-MRSA I3 & & & F 2 3AN B 2 s 2R
92 LAWY, HA-MRSA & Ib#cL €, $T MRSA
EOBZUNRCPEV) ELFTLEZ) TR,
bivbiud, MIBEEE ISR ER S 217572
Z &2 £ V) vancomycin-intermediate  Staphylococ-
cus aureus (VISA) ASHBLL 72 CA-MRSA JEG4E
B MRSA 12 & A A LI KYGLhE 2% L dapto-
mycin G H, daptomycin K& Z k2B L 72
CA-MRSA BEHEG] % #E5k L T\ %7, CA-MRSA
HSEANTNVE 2 HER LI WbIFTld s £, kIR
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Table 3. Target outcome indices in the action plan (Human-related indices)

2014 2015 2016 2017 ce 2020
Methicillin resistance of Staphylococcus aureus
Outcome Indices (45%) (40%) (35%) Less than 20%
Actual Data (JANIS) 49.1% 48.5% 47.7% 47.7% ?

Adapted from National Action Plan on Antimicrobial Resistance (AMR) 2016-2020.

https://www.mhlw.go.jp/stf/seisakunitsuite/bunya/0000120172.html

The methicillin (oxacillin) resistance of Staphylococcus aureus remains higher in Japan than in other developed countries, and is falling
at an annual proportion of approximately 2%. The U.K. achieved an annual rate of reduction of the incidence by about 5% through
strengthened measures from 2006 to 2011. In Japan as well, an attempt is being made to achieve a lowering of the annual incidence rate

by about 5%, so as to achieve the same level of resistance as that in other developed countries (5% X 6 years = 30%), by ensuring infection

prevention and control and promoting antimicrobial stewardship programs.

PEEGUE IZHER 2 & & CHHENET | St L% %k
T ENDH Do CA-MRSA JEGE TIRIHHEIEIZH S
vk v BRIEEEVCTH Y, FEEE - RIS T
THY) RO FIRDPUEETH %o
V.  AMRXIR7 7 a>r 7o ES5EDOMIG
AMRXIET 7> a v 75 2Tl 2014 412 49.1%
TholtHBT FYEREDOAF V) ViEFE %
2020 4F1Z1E 20% L FIC T2 HEE A 2T TV 5,
A F1) A TIE, 2006~2011 4F 1217 T MRSA xJ 5
sz e 72 2 & TR E% DA EER L TV 5,
INEBZEIZL T6EMT30% FiFs % T
TWLDLIFTHLAH, X)) ATEZEOMIZ, A
BeED MRSA A7 1) — = 7% MRSA Wit E#E
O [F Bk, mupirocin # & % chlorhexidine ¥ v+ 7 —
WX BB &S F SE AR A MIENICIT) 2 &
TEWIRDHEZER L T\ 5, HAEO 2000~2014
FAIDNTTORAF ) VIR A ST AR 2% T
HY, Iz BRW SRR PR E 5% £ THI
ELIFA2DRARMEETH %o KB, 2017 FERpT
13 2014 4 S PER T HAEIIZH 2 b DD, K
WERIFER L I WRETHY, BEIZIZ
F o@D BVR—ATH D (Table 3), &% H
BrERT A&, 72747 - =15 VA
£ 2 BUR B4R R Fefil 7 B 3 0 3k, MRSA fRE
BOBRE G EEARB LR 2 ZEZ T LEDRH S,
—iT, EHEIIOHEOT FIERHO AT ) ¥
MRS 20% &) R IE B9 _ & HERR e E &
L) 2 Br s MU TwWh, dithicsir 5 5
BRERAILTR A E R fEHE AN D B0 & 3Bl S /-
TRYEEOATF ) ViFEERIEH 2HTH 27,
MRSA 1d mecA 2R T5 2 L TIHMEEZ RT 720,
MRSA (mecA) DFEAEL Ve 2 AIZAICHET
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BT lid v, B THR A KT 5 2 & TIRIIE
THITE2139ThY, ERMEZIZBT L85
REEIIP CZ ERTEIUL, AF ) ViERD
EHENEFHL 2HBEICELENTOARRFETIE R
Vo BIEEONR—ATIZ 2020 SF F TIZIFEEL VA D
L0y, FRIICHIBTREHFLELTAT Y
) VR 20% ERWEIETH ), bivbilidZ
DIZOIHTTRETH 5,

B

2020 4E1Z b b LA MRSA & i\ If 9 T 60 [
L HHBOETH D, BUETIRSEESE R
PUMRSA #AF%E S GBI 2 T&72—H T,
SF SRR A L MRSA Z#lIE L7z &1
W RWIRIIZH 5D b BIFETH S, CA-MRSA R
LAMRSA 2 E®RBICHID L-HFLWVWIY 1 7O
MRSA & HiBILTH Y, K72 MRSA FAHHIZE 5
TEBTH ) fld T b,

MRSA (i PR TdH 5 9 2 AZE 1 &M
THY), BYEER I SR VOIIIRRE S T2
CEDEELRIFERTH 5o BT Bk O BRI
& LCMRSA D=L WS Z LIZEHNTH
D, ZTOMWEEIREIC LD BVIRGSH R % 4% b ET
LT A R&ETHb,

MM ECHE HETXELD% L,
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Infectious disease and infection control
in the era of the AMR action plan
—Epidemiological molecular characterization and
clinical presentation of CA-MRSA in Japan—

Tetsuo Yamaguchi

Department of Microbiology and Infectious Diseases, Toho University School of Medicine, 5-21-16 Omori-nishi,
Ota-ku, Tokyo, Japan

MRSA is a multidrug resistant organism that is frequently encountered in the healthcare setting (HA-
MRSA). Increasing attention paid to the concept of infection control and prevention has resulted in a re-
duction in the rate of detection of MRSA around the world since the early 2000s. However, community-
associated MRSA (CA-MRSA) infections that can occur in otherwise healthy individuals, including chil-
dren, appeared in the 1990s. Furthermore, since the mid-2000s, MRSA infection associated with livestock
exposure (LA-MRSA) has also been reported. Thus, MRSA has become a threat in a variety of environ-
ments. In Japan, the detection frequency of MRSA is still high: about 49% of all Staphylococcus aureus
clinical isolates were methicillin-resistant in 2014. In April 2016, the antimicrobial resistance (AMR) action
plan was prepared due to the fear of spread of multidrug resistant organisms around the world. One of the
objectives of preparation of this document was to reduce the incidence of methicillin resistance of S.
aureus to 20% or less by 2020. In Japan, the incidence of methicillin resistance of S. aureus remains
higher than that in other developed countries, and the detection rate of CA-MRSA has been increasing. A
new approach or a new system is needed to accelerate the lowering of the incidence at a rate of at least
approximately 5% per year.
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