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Table 1. Susceptibility distribution of CTX-M-2 group f-lactamase producing P. mirabilis isolated from the respiratory tract
Antibacterial MIC (pug/mL) Susceptibility
agent =025 05 1 2 4 8 16 32 64 128 =256 total 50% 90% %)
ABPC 84 84 =256 =256 0.0
PIPC 1 8 23 52 84 =256 =256 0.0
CVA/AMPC 9 67 8 84 8 8 90.5
SBT/ABPC 1 24 52 7 84 16 16 28.6
CEZ 84 84 = 256 = 256 0.0
CETB 66 11 6 1 84 =025 0.5 100.0
CAZ 71 7 6 84 =025 0.5 100.0
CTX 2 5 12 15 50 84 = 256 = 256 0.0
CFPM 11 23 20 13 11 1 2 3 84 8 32 64.3
czor 2 7 30 45 84 =256 =256 0.0
CMZ 22 53 7 1 1 84 2 4 100.0
LMOX 81 3 84 =025 =025 100.0
IPM 3 14 44 21 2 84 1 2 100.0
MEPM 84 84 =025 =025 100.0
AZT 32 36 11 5 84 0.5 1 100.0
FRPM 1 4 17 53 9 84 2 4 89.3
AMK 1 11 36 25 8 1 1 1 84 2 8 97.6
TOB 6 15 20 23 9 4 6 1 84 4 16 76.2
GM 4 16 14 2 11 23 8 6 84 4 16 56.0
LVFX 5 11 18 27 11 5 2 2 3 84 4 16 40.5
CPEX 5 3 15 29 16 6 1 3 1 84 4 32 9.5
GFLX 5 1 15 25 12 17 3 4 2 84 4 32 25.0
MINO 12 23 18 6 18 7 84 32 128 0.0

ABPC: ampicillin, PIPC: piperacillin, CVA/AMPC: clavulanic acid/amoxicillin, SBT/ABPC: sulbactam/ampicillin, CEZ: cefazolin, CETB: ceftibu-
ten, CAZ: ceftazidime, CTX: cefotaxime, CFPM: cefepime, CZOP: cefozopran, CMZ: cefmetazole, LMOX: latamoxef, IPM: imipenem, MEPM:
meropenem, AZT: aztreonam, FRPM: faropenem, AMK: amikacin, TOB: tobramycin, GM: gentamicin, LVFX: levofloxacin, CPFX: ciprofloxacin,

GFLX: gatifloxacin, MINO: minocycline

Table 2. Susceptibility distribution of CTX-M-2 group f-lactamase producing P. mirabilis isolated from the urinary tract

MIC (ug/mL)

Antibacterial Susceptibility

agent =025 05 1 2 4 8 16 32 64 128 =256 total 50%  90% %)
ABPC 52 52 =256 =256 0.0
PIPC 1 2 9 40 52 =256 =256 0.0
CVA/AMPC 1 7 32 12 52 8 16 76.9
SBT/ABPC 1 13 30 8 52 16 32 26.9
CEZ 52 52 =256 =256 0.0
CETB 40 6 3 2 1 52 =025 1 100.0
CAZ 34 13 4 1 52 =025 0.5 100.0
CTX 3 2 4 9 34 52 =256 = 256 0.0
CFPM 4 8 11 12 7 7 3 52 16 64 44.2
CZopr 4 10 38 52 =256 =256 7.7
CMZ 12 35 3 2 52 2 2 100.0
LMOX 50 2 52 =025 =025 100.0
IPM 2 9 26 15 52 1 2 100.0
MEPM 52 52 =025 =025 100.0
AZT 18 15 9 9 1 52 0.5 2 100.0
FRPM 1 6 12 24 9 52 2 4 82.7
AMK 11 18 15 7 1 52 2 8 100.0
TOB 3 12 11 14 8 3 1 52 2 8 76.9
GM 10 9 6 11 12 4 52 4 8 69.2
LVFX 3 11 10 14 5 1 4 3 1 52 4 32 46.2
CPFX 3 2 2 14 15 8 2 3 3 52 4 32 13.5
GFLX 2 1 1 13 15 11 1 3 5 52 4 32 32.7
MINO 8 18 13 7 4 2 52 16 128 0.0

See Table 1 footnote.
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Table 3. Susceptibility distribution of CTX-M-2 group f-lactamase producing P. mirabilis isolated from specimens other than those in Ta-

bles 1 and 2
Antibacterial MIC (ug/mL) Susceptibility

agent =025 05 1 2 4 8 16 32 64 128 =256 total 50% 90% <I()%>
ABPC 12 12 = 256 = 256 0.0
PIPC 3 2 7 12 = 256 = 256 0.0
CVA/AMPC 1 10 1 12 8 8 91.7
SBT/ABPC 3 8 1 12 16 16 25.0
CEZ 12 12 = 256 = 256 0.0
CETB 8 1 3 12 = 0.25 1 100.0
CAZ 12 12 =025 =0.25 100.0
CTX 2 3 7 12 = 256 = 256 0.0
CFPM 2 3 4 2 1 12 8 16 75.0
CZOP 1 5 6 12 128 = 256 0.0
CMZ 5 6 1 12 2 2 100.0
LMOX 11 1 12 =025 =025 100.0
IPM 3 6 3 12 1 2 100.0
MEPM 12 12 =025 =025 100.0
AZT 7 5 12 =025 0.5 100.0
FRPM 2 9 1 12 2 2 91.7
AMK 1 7 3 12 2 4 100.0
TOB 1 1 8 2 12 4 8 83.3
GM 2 7 2 1 12 4 8 75.0
LVFX 2 4 6 12 1 4 50.0
CPFX 2 3 5 2 12 4 8 16.7
GFLX 2 4 3 3 12 2 8 50.0
MINO 3 4 2 1 2 12 16 128 0.0

See Table 1 footnote.

Table 4. Overall susceptibility distribution of CTX-M-2 group f-lactamase producing P. mirabilis isolated from the 148 clinical specimens in

our study
Antibacterial MIC (ug/mL) Susceptibility

agent =025 05 1 2 4 8 16 32 64 128 =256 total 50% 90% &>
ABPC 148 148 =256 = 256 0.0
PIPC 2 13 34 99 148 =256 = 256 0.0
CVA/AMPC 1 17 109 21 148 8 16 85.8
SBT/ABPC 2 40 90 16 148 16 32 284
CEZ 148 148 =256 = 256 0.0
CETB 114 18 12 3 1 148 = 0.25 1 100.0
CAZ 117 20 10 1 148 = 0.25 0.5 100.0
CTX 5 9 16 27 91 148 =256 = 256 0.0
CFPM 17 34 35 27 19 8 5 3 148 8 64 58.1
CZOoP 4 2 8 45 89 148 =256 = 256 2.7
CMZ 39 94 11 3 1 148 2 4 100.0
LMOX 142 6 148 =025 =025 100.0
IPM 5 26 76 39 2 148 1 2 100.0
MEPM 148 148 =0.25 =0.25 100.0
AZT 57 56 20 14 1 148 0.5 2 100.0
FRPM 2 10 31 86 19 148 2 4 87.2
AMK 1 23 61 43 16 2 1 1 148 2 8 98.6
TOB 9 28 32 45 19 7 7 1 148 4 16 77.0
GM 4 26 23 10 29 37 13 6 148 4 16 62.2
LVFX 10 26 28 47 16 6 4 5 2 4 148 4 32 43.2
CPFX 10 2 5 32 49 26 8 8 4 3 1 148 4 32 11.5
GFLX 9 1 2 32 43 26 18 6 9 2 148 4 32 29.7
MINO 23 45 33 14 24 9 148 32 128 0.0

See Table 1 footnote.
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Susceptibility testing of antimicrobial agents against CTX-M-2 group
B-lactamase producing Proteus mirabilis isolated from clinical specimens

Atsushi Wakamatsu, Hiroshi Kurokawa, Ayako Serizawa,
Takashi Ishimatsu and Akiyoshi Nagata

Health Sciences Research Institute, Inc. Center for Infectious Disease Testing,

106 Godo-cho, Hodogaya-ku, Yokohama, Kanagawa, Japan

MICs of antimicrobial agents were tested against CTX-M-2 group S—lactamase producing ESBL Proteus
mirabilis isolated from 148 clinical specimens gathered from May to July 2005.

MICys of ceftibuten (1 ug/mL), ceftazidime (0.5 ug/mL), cefmetazole (4 ug/mL), latamoxef (<025 ug/
mL), imipenem (2 ug/mL), meropenem (=0.25 ug/mL), and aztreonam (2 ug/mL) indicated high suscep-
tibility toward these agents. Ampicillin, piperacillin, cefazolin, and cefotaxime showed very high MICws (=
256 ug/mL).

MICy of minocycline was high (128 p1g/mL), whereas those of aminoglycosides amikacin, tobramycin, and
gentamicin were 8, 16, and 16 u g/mL. MICs of quinolones levofloxacin, ciprofloxacin, and gatifloxacin fluctu-
ated widely from =0.25-=256 ug/mL, <0.25-=256 ug/mL, and<0.25-128 ug/mL for each agent.

Infection control of ESBL producing gram-negative rods is very important at a medical institution. Fur-
thermore, susceptibility tests play an important role in the implementation of effective control measures.



