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DR, FEHBOEMIIMEREOLMH L E, =N
v 77T E—DFETNEHE L IR RHEIC BV TR
P GEESNDZBEOR T T ABMRE TIE, TEERY
PR -5 7 ¥~ —¥ (LLF, ESBL L&) AW D5
HESEE O BIMSHEIZ 2 ) 20 B 52, & HITHFETILH
Finrva<A4 v ridEERE (DT, VRE &#89) 5355
HES N7 D D VY, BUED EUSED S 508 S N7z Bk
12xF LTl vancomycin (VCM) 12xf 9 % & iR % 17V,
BEP LRl 1L 128D T W B, filah L7z 2 D OREWmPER 12
RS$, KBHZIELoed57 5 2BEREOF /0 vf
FEMHE ORI D WA= Uo Db #EAT L T 5 & O
EAN

T2 THhORDNIE 2002 F R 2 5 58S 72§ T
DOWHRD I B, REFEREZRETLLEZ20N T bHMREE
M7 12 WD W CE IR SEICN T 2 B2 M2 W, &
SEOTH PRSI & BER IS BT 2 B A % Bat L7z,
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1. N %

FFEE 20024 1 A2 5 12 H FTo 1 4E RIS HE MR
et R EWPBEW IR AR 2 2 L7k, BIOR
BREEFED 72D ABE L7 BB ORP S 58S h 7z
5,429 ¥k 9 b, JRILIEFT L CTHIMERA® 10 8 /hpf DA E

MORERRAE T 7 LB TER X 10° CFU/mL DL L,
7 ABREMRIE 10° CFU/mL P I % FR B 4% i e 9% 1]
LEFL, TORMIIHTITE 5722,278 FkE R4 &
L7z 209 BIREEFHEREAN S0 L ENTWD 12 H
FEASIA] 58 S M7z 1,582 BRICD E k= Mk & WA L7z X
B & 7 5 72 12 W i 1 methicillin-resistant Staphylo-
coccus aureus 80 ¥, methicillin—susceptible Staphylo-
coccus aureus 73 ¥, Staphylococcus epidermidis 34
#, Enterococcus faecalis 372 ¥k, Enterococcus faecium
34 ¥k, Enterococcus avium 39 %, Escherichia coli 574
#, Kilebsiella
aeruginosa 146 ¥, Proteus mirabilis 47 ¥, Proteus
vulgaris 38 ¥k, Serratia marcescene 30 BRTH - 72,

2. METPUR g

AERPLE FE & L T, methicillin (MPIPC: H A& %
K 5¢), ampicillin (ABPC: W & # %), sulbactam/
ampicillin (SBT/ABPC: 7 7 4 ¥ —#3£) | piperacillin
(PIPC: = 3t - & 11 /b %), tazobactam/piperacillin
(TAZ/PIPC: & Il{b %), cefazolin (CEZ: R 3K M),
cefotiam (CTM: I H 3£ i), sulbactam/cefoperazone
(SBT/CPZ: 7 7 4 % —#3K), ceftazidime (CAZ: 7
52V« AIAZ 54 ), cefpirome (CPR: FAFEE),
cefozopran (CZOP: i H # i), flomoxef (FMOX: i
¥ 2% # 3E), cefpodoxime/proxetil (CPDX/PR: = 3t),

pneumoniae 115 ¥k, Pseudomonas
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cefdinir (CFDN: iR % &), aztreonam (AZT: = — ENEROTEEIEIX S T AR AT, 151 T
¥ 1), imipenem/cilastatin (IPM/CS: Ji A& # %), 50.5% % 5o, TOWRIEELEL L0 KIBE T, &
amikacin (AMK: HiiG#3), arbekacin (ABK: B W, Y tanNsy—-zryunsy—jg, 717
#Y), gentamicin (GM: ¥ = — ) ¥ 7 -7 F %), II)E, TuT7 I ABDONETHHEE N7z, S. marcescens
minocycline (MINO: H A L ¥ U —), erythromycin = OB 30 % (1.8%) & FHI VDL WERTH
(EM: K HAR#IE), clindamycin (CLDM: K #I), o7, T, REOMEANE LT T 2BMEERE ORI
levofloxacin (LVFX: £ —#3%), VCM (R¥#HEL),

sulfamethoxazole/trimethoprim (ST: ¥ #MIK) % Table 1. Urinary isolates of 2,278 strains of uropathogenic species
vy, B EICENPIER 2 ZE UM L7, obtained in 2002 from in— and outpatients at Fujita
3. P %'Ii%ﬁ%ﬁ Health University Hospital
PUR B RS M B H A L i R S HE S W A A Bacteria All Inpatient | Outpatient
RPFPicy &Eo0%x MIC ZHIE L7 T 7z, NCCLS (M Citrobacter /Enterobacter 119 92 27
100-S 12, January 2002) O FEHEIZ L7225, &M E. coli 574 504 70
(susceptible) - H[f (intermittent) - M4 (resistant) Klebsiella sp. 115 90 25
ERELZ. Proteus sp. 112 100 12
4. ESBL EARIZOWT )
Serrtia sp. 30 28 2
ESBL A B ¥ 12 B L Tk CPDX 28 & & :
P. aeruginosa 146 107 39
BN LR % R HRIZ clavulanic  acid (CVA)/CPDX
AT B4 2 BT L= METORI &, EEHS Morganers sp- o ° °
3L LEH L7 b 0% ESBL AR & E R L 720 M Nisseria sp- %2 o !
EE LNV OBE O 7230 PCR % Z W 72 B R T 0 E. faccalis 372 296 76
MEHI T Ty, F72, FIROLB2i2 L0 Other enterococci 77 54 23
b FMOX @ MIC %% 2 ug/mL LL ED#1E class C B g MRSA 80 59 21
775 ~<—%¥ (AmpC) DFIENEETE LWV 72D MSSA 73 63 10
L7z S. epidermidis 34 26 8
. & = Other staphylococcus 61 59 2
1. 2002 fEFERR th o BE R AL OE & :
o R} ) streptococci 305 258 47
2002 4IRS IEGHE DR KW IR & L TR . o 78 .
un; S
B0 HES NI 2,278 D9 B, SRKEHS B 1 1,892 =
PR, ABEME A5 1 386 HATSE S A7z (Table 1), Total 227 i
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MPIPC: methicillin, SBT/ABPC: sulbactam/ampicillin, CEZ: cefazolin, CTM: cefotiam, CPR: cefpirome,
CFDN: cefdinir, IPM: imipenem, AMK: amikacin, ABK: arbekacin, MINO: minocycline, EM: erythromycin,
LVFX: levofloxacin, VCM: vancomycin, ST: sulfamethoxazole/trimethoprim
Fig. 1. Susceptibility distribution of 80 urinary isolates of MRSA and 73 of MSSA. Drug-—
susceptibility is shown susceptible as [S], intermittent [I] and resistant [R] based on National
Committee for Clinical Laboratory Standards (M 100-S 12).
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Table 2-1.  Susceptibility distribution of 1,582 strains of uropathogenic species obtained in 2002
at Fujita Health University Hospital: MIC (ug/mL)
Bacteria Antibacterial agents Range MIC:o MICso
MRSA SBT/ABPC <1-32< 16 32
CEZ 2-32< 32< 32<
CTM 2-32< 32< 32<
CPR 2-32< 32 32<
CFDN 1-16< 16< 16<
IPM/CS <0.03-16< 16 16<
AMK 2-32< 8 32
ABK <0.5-16< <0.5 2
MINO <0.5-16< 8 16
EM <0.25-16< 16< 16<
LVFX <0.5-16< 8 16<
VCM <0.5-4 1 2
ST <2.5-80< <2.5 5
MSSA SBT/ABPC <1-4 <1 2
CEZ <0.5-4 <0.5 2
CTM <0.5-2 2 2
CPR <0.5-4 1 1
CFDN <0.03-4 0.5 0.5
IPM/CS <0.03-0.5 <0.03 0.5
AMK <1-32 2 4
ABK <0.5-16 <0.5 1
MINO <0.5-16 <0.5 <0.5
EM <0.25-16< 0.5 16<
LVFX <0.5-16< <0.5 1
VCM <0.5-4 1 1
ST <2.5-80< <2.5 5
S. epidermidis MPIPC <0.25-8< 0.25 8<
SBT/ABPC <1-4 <1 4
CEZ <0.5-4 <0.5 4
CTM <0.5-2 <0.5 2
CPR <0.5-8 <0.5 2
CFDN <0.03-16< 0.5 4
IPM/CS <0.03-4 <0.03 0.5
AMK <1-32 2 8
ABK <0.5-2 <0.5
MINO <0.5-16 <0.5 1
EM <0.25-16< <0.25 16<
CLDM <0.25-16< <0.25 <0.25
LVFX <0.5-16< <0.5 16<
VCM 1-4 2 2
ST <2.5-80< 5 80<
E. faecalis ABPC <0.13-16< 4 4
CPR <0.13-32< 8 32
CZOP <0.5-32< 8 32
IPM/CS <0.5-16< 2 4
MINO 1-16< 8 16
LVFX <1-16< 2 16<
VCM <1-4 <1 2
ST <5-80< <5 80<

SBT/ABPC: sulbactam/ampicillin, CEZ: cefazolin, CTM: cefotiam, CPR: cefpirome, CFDN: cefdinir, IPM/CS: imipenem/cilastatin, AMK:
amikacin, ABK: arbekacin, MINO: minocycline, EM: erythromycin, LVFX: levofloxacin, VCM: vancomycin, ST: sulfamethoxazole/
trimethoprim, MPIPC: methicillin, CLDM: clindamycin, ABPC: ampicillin, CZOP: cefozopran
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Table 2-2. Susceptibility distribution of 1,582 strains of uropathogenic species obtained in 2002
at Fujita Health University Hospital: MIC (ug/mL)
Bacteria Antibacterial agents Range MICs, MICyo
E. faecium ABPC <0.13-16< 16< 16<
CPR <0.5-32< 32< 32<
CZOP <0.5-32< 32< 32<
IPM/CS <0.03-16< 16< 16<
MINO <0.5-16 16 16
LVFX 1-16< 16 16<
VCM <1-4 <1 <1
ST <5-80< 10 80<
E. avium ABPC <0.1-12.5< 8 12.5<
CPR <0.5-32< 16 32<
CZOP <0.5-32< 32< 32<
IPM/CS <0.03-16< 0.5 32<
MINO <0.5-16 8 8
LVFX 1-16< 2 4
VCM <1-4 <1 <1
ST <5-80< 5 80<
E. coli ABPC <0.5-32< 4 32<
PIPC <0.5-32< 2 32<
CEZ <0.5-32< 2 16
CTM <0.5-32< <0.5 <0.5
CAZ <0.5-32 <0.5 2
CPR <0.5-32< <0.5 <0.5
FMOX <0.5-32< <0.5 <0.5
CPDX <0.5-16< <0.5 2
AZT <0.5-32 <0.5 <0.5
IPM/CS <0.5-16< <0.5 <0.5
GM <0.5-16< <0.5 2
MINO <0.5-16< <0.5 16
LVFX <0.5-16< <0.5 8
ST <2.5-80< <2.5 80<
K. pneumoniae ABPC 2-32< 32 32<
PIPC <0.5-32< 4 16
CEZ <0.5-32< 2 4
CTM <0.5-32 <0.5 2
CAZ <0.5-32< <0.5 <0.5
CPR <0.5-16 <0.5 <0.5
FMOX <0.5-32 <0.5 <0.5
CPDX <0.5-16< <0.5 1
AZT <0.5-8 <0.5 <0.5
IPM/CS <0.5-1 <0.5 <0.5
GM <0.5-16 <0.5 <0.5
MINO 1-16< 2 8
LVFX <0.5-2 <0.5 1
ST <2.5-80< 5 80<
P. aeruginosa PIPC <1—64< 4 64<
CFS <0.5—32< 4 32<
CAZ <0.5—32< 4 8
CZOP <0.5—32< 1 16
AZT <0.5—32< 4 32

CEZ: cefazolin, CTM: cefotiam, CPR: cefpirome, IPM/CS: imipenem/cilastatin, MINO: minocycline, LVFX: levofloxacin, VCM: vancomycin,
ST: sulfamethoxazole/trimethoprim, ABPC: ampicillin, CZOP: cefozopran, PIPC: piperacillin, CAZ: ceftazidime, FMOX: flomoxef, CPDX:
cefpodoxime, AZT: aztreonam, GM: gentamicin, CFS: cefsulodin
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Table 2-3.  Susceptibility distribution of 1,582 strains of uropathogenic species obtained in 2002
at Fujita Health University Hospital: MIC (pg/mL)

Bacteria Antibacterial agents Range MICs, MICyo
P. aeruginosa IPM/CS <0.5-16 <0.5 4
AMK <0.5-32< 4 16
GM <0.13-16< 1 8
MINO 2-8< 8< 8<
LVFX <0.5-2 1 16<
ST <2.5-80< 80< 80<
P mirabilis ABPC <0.5-32< 2 32<
PIPC <0.5-32< <0.5 32
CEZ 2-32< 4 32<
CTM <0.5-32< <0.5 32<
CAZ <0.5-2 <0.5 <0.5
CPR <0.5-32< <0.5 4
FMOX <0.5-4 <0.5 <0.5
CPDX <0.5-16< <0.5 8
AZT <0.5-32 <0.5 <0.5
IPM/CS <0.5-8 1 4
GM <0.5-8 <0.5 2
MINO 2-16< <16 <16
LVFX <0.5-16< <0.5 2
P. vulgaris ABPC 2-32< 32< 32<
PIPC <0.5-32< <0.5 <0.5
CEZ 4-32< 32< 32<
CTM <0.5-32< 4 32<
CAZ <0.5-2 <0.5 <0.5
CPR <0.5-2 <0.5 2
FMOX <0.5-2 <0.5 <0.5
CPDX <0.5-4 <0.5 <0.5
AZT <0.5-<0.5 <0.5 <0.5
IPM/CS <0.5-4 <0.5 4
GM <0.5-2 <0.5 1
MINO 1-16 8 16
LVFX <0.5-<0.52 <0.5 <0.5
S. marcescens ABPC 8-32< 32< 32<
PIPC <0.5-32< 2 4
CEZ 32< -32< 32< 32<
CTM 4-32< 16 32<
CAZ <0.5-8 <0.5 2
CPR <0.5-8 2 2
FMOX <0.5-32< <0.5 <0.5
CPDX <0.5-8 1 4
AZT <0.5-1 <0.5 <0.5
IPM/CS 1-16< 4 4
GM <0.5-1 <0.5 <0.5
MINO 1-16< 4 8
LVFX <0.5-8 <0.5 1

CEZ: cefazolin, CTM: cefotiam, CPR: cefpirome, IPM/CS: imipenem/cilastatin, AMK: amikacin, MINO: minocycline, LVFX: levofloxacin,
ST: sulfamethoxazole/trimethoprim, ABPC: ampicillin, PIPC: piperacillin, CAZ: ceftazidime, FMOX: flomoxef, CPDX: cefpodoxime, AZT:
aztreonam, GM: gentamicin
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O 72H, ¥ICE. faecalis 13 372 ¥k (16.3%) & KW
WCRWCTEHZICTBESNTB Y, ZOMOBERR b 77
Bk (8.4%) LEEMMINICH -7z BT N7 IRE T A
F2) VI L RS HIRRE I HRIL S Twnie,

Hiok & ABeB 2 5 0B S NIZRO I TIE,  JREFIE
Bes G TABE & 72 o 72 BH D% ASHENEIR BEAE

THY, FMBRORBIEIIE D & TN 5 20T BE R

2D U720 ABEEE RIS IR B HRIRIZ I,

KGR OLFITES L, WRECHERE, 7 FYIRE D
SEESHEIN L7z 4 I DRREHE KA e D rh Yt 258 2
LB SN RIZONWTIT o 72720, HMETIREEG: %
EPEL7AREBE OB GO TORET L VLS
e =, R R B SEE CRIBkOME 2T bz 5
COBIMNEESSICHEIC L bDEEZON, F72,
ABERBE D OMARBAINREZ DO ZNITHAREFE LD
iz, BEEICET AENINE OB % 5 34T
272

2. 2002 A JE 75 Wk v AR 1) 25 AR P S 10k B i

KIZ 2002 4125 HE S 72 T AR 0 K FEPUN SRS
% MIC (Table 2) & &5 % /R 3 Methicillin—resistant

S. aureus (Ll F, MRSA) (Fig. 1) T i AMK, ABK,

VCM, ST IWZEEZR L7z -7 & 2R3ITIE 90%
Dk, /0 /,{»ﬁ 213 75% UL RO 2 4R L C
W7z ZHUTHK L methicillin—susceptible S. aureus (L\
T, MSSA) T3 & A ETRTOYRIE TEMED R
NTwiz, [HED S. epidermidis TH A F ) Y ITH
T AWM PRICBLATEY, 2F20 Vil

(%) E. faecalis E.

100

faecium

TEP-T 7 ¥ AR F )0 v RBEICHMMEER LT,
# 7 My BBk ABK, MINO, VCM (2iZ(Zi% 100
WDIENETH o120 - 7 7 LRIERMICKR LMEAFED
b7z,

E. faecalis (Fig. 2) Tlx ABPC, IPM/CS, VCM T
131X 100% D&Y%, CPR, CZOP 7 & 4 i+ 7
= ARIEICDH 60% LLE TR AR L7ze MINO (3 i
A30% FHEAET B, TR T TEDNIL50% UL Lok
Mx2 R L7 E. faecium X AL HEATEB Y 8
VCM @ & %% 100% &P, ABPC, IPM/CS, MINO B
L OLVFX %% 30% D&M %2R T 7217 THh o706 E
avium X E. faecium \ZIERIVSEERROE G0
VCM (21% 100% J&%, IPM/CS 2 b 85% &M%, ABPC
I21% 70% %%, LVFX 1213 50% Ll LA%&E <, ST X 100
WIETH > 720 F72, van BIET-HA VCM ik Ek
RIIMB I o7z,

E. coli (Fig. 3) Tla~R=>1) v R¥, STHHIT 20
~30% D% B 7. T2, BEOMEIME LTF
o R B MDY 85% F T B 72 CPDX I}
PERLZDDIF 4% (7.7%) T, €D H B CVAHR
INZ X 0 Bz tkds 3 4L ks L, FMOX @ MIC %5
AmpC DHFAENT R TH - 72 25 BT ESBL FEAEKRAD
bz, M ShzBZEO AR skILiZ6:19T
RO 70 1504 £ D ABREED S ORILBHEN S -
720 ESBL &AM RN 72 25 FRICH§ 5 HAPLHE K D
J& 2 7 13 CPR I 48% it ¥, CAZ, FMOX, IPM/CS
I3 AR, 2 LC LVEX (I3 19 #, R 14k,

E. avium
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80 H  H — HHHH HH
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60 [ — M HA

50 H —HHHHHHH
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O & “w & “wC)Qf @@
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ABPC: ampicillin, CPR: cefpirome, CZOP: cefozopran, MINO: minocycline, ST: sulfamethoxazole/trlmethopnm,
VCM: vancomycin, IPM/CS: imipenem/cilastatin, LVFX: levofloxacin

Fig. 2. Susceptibility distribution of 372 urinary isolates of Enterococcus faecalis,

34 of

Enterococcus faecium, and 39 of Enterococcus avium. Drug—susceptibility is shown susceptible
as [S], intermittent [I] and resistant [R] based on National Committee for Clinical

Laboratory Standards (M 100-S 12).
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ABPC: ampicillin, PIPC: piperacillin, CEZ: cefazolin, CTM: cefotiam, CAZ: ceftazidime, CPR: cefpirome,
FMOX: flomoxef, CPDX: cefpodoxime, AZT: aztreonam, IPM: imipenem, GM: gentamicin, MINO: minocycline,
LVFX: levofloxacin, ST: sulfamethoxazole/trimethoprim

Fig. 3.

Susceptibility distribution of 574 wurinary isolates of Escherichia coli. Drug—

susceptibility is shown susceptible as [S], intermittent [I] and resistant [R] based on
National Committee for Clinical Laboratory Standards (M 100-S 12).
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PIPC: piperacillin, CFS: cefsulodin, CAZ: ceftazidime, CZOP: cefozopran, AZT: aztreonam, IPM: imipenem,
AMK: amikacin, GM: gentamicin, MINO: minocycline, LVFX: levofloxacin, ST: sulfamethoxazole/trimethoprim

Fig. 4. Susceptibility distribution of 146 urinary isolates of Pseudomonas aeruginasa. Drug—
susceptibility is shown susceptible as [S], intermittent [I] and resistant [R] based on
National Committee for Clinical Laboratory Standards (M 100-S 12).

BYEBHRE VIR TH - 720 ESBLEAEKD S B
LVFX it %2R L7 19 ¥k ARE - 41kHid 6 1 13 T,
R Mk % Wit % & ABPC, PIPC, CEZ, ST %%
AT, AZT (W 1R, i 7 Bk, e 11 #k,
GM (XMt 1 bk, R 8 Bk, J&ME 15 Bk, MINO (21
i Pk 15 Bk, &M 4 kT, CAZ, FMOX, IPM/CS (2l
EREETH - 720

K. pneumoniae TIZ KRB W IR TEEM O E G
%W T > 720 CPDX IZTiEZ R L72d Dl 95 #k
ek T, ™9 b 3#kIC ESBL EA MR EED 72,

NS OFkIZFEEIC CEZ, MINO, ST 12 b if1ET, CAZ,
CPR, AZT, IPM/CS, LVFX IZI3EMETH - 720

P. aeruginosa (Fig. 4) Tl MINO, ST (Ziif%, CFS,
LVFX IZR LT 40% Witk /R L7z SHISHL,
NR=y) v RE - EIHALDEOL 7 = 2 RFE - )L
NN LGRIEIZ TR CPLRNEME 2 7R L 720 P. aeruginisa
T LVFX \Zxf Ltk % 7% L 72 38 ¥k ki) Cld AR © 4F
KIE 533 TEAKD 39107 X W HKBE LIS DMK
WHE DS 2o 720 RO #ES Tld MINO, ST %%
EIF T, CAZ W 14k, wRd 64k, ik
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314k, AZT IZIEmHE 14 ¥k, i 17, & 23 #k, GM
WA 10 %, R 4 Bk, & ME 24 BT, IPM/CS I
(& R A 4 BRAEAE L 720 IPM/CS, LVFX, AMK ® 3
AN 2R L2k 2 Z A PERE N (multi-drugs
resistant Pseudomonas aeruginisa: MDRP) & %33
5 1%k (0.7%) OHAFAEL 720

P. mirabilis Tl MINO (2D & E Mz R L7z,
% 72, [{] U Proteus J& T P. vulgaris Tlix ABPC, CEZ
W B E, CTM, MINO 2 W& B % R L 72,
Proteus J& 112 ® 9 5, CPDX Itz R L7z D
8k, HRIAT2HKT, €D B 9HIC ESBL ALk
bz TOIRTLVFX IZMMHZR L7201
WRIZTTH o7,

S. marcescens TlZ ABPC, CEZ 2% &4, CTM
WCHEEEE Z0RZ WYY — 213 P. vulgaris (27
BLL Tz, BENEGCTRIE S 2 5 % KIS bR <
ESBL 4 % %8 5 BRISAEAE L 2 D25 720

1. == =

JWAE, MRSA, ZHIMARIER, ESBL #EARZ ED
AW OB INI S B FIRICB LATED, REEY:
FETHHI LTV R v, 72, SHOMEFIZHENTD
Fu rREMERGRI TSR, g TREZED
B o TP S LR D 5N D X 512k - 72,
bivbiid 20 X9 R tER O HBLIE, HAEHIZ2E
H5HDOOVHFEDMEHLEDEL b oTETVWE T
EERHE LTV UHEOBIEZERIZIE, EHO
AR O BEAUED T L AW EHE T HLEN D 5,
R LR, SERICKVELRD, SHICHAUH
FETH o THHBEMEN X o> TERZHICENR O NS,
[RARARRE & L TRENPEAERZ DM 2G5 2
LREETH D, I Thivbiid 2002 4 055 Bt il
EEAFRZEEWETL, SHICREMEICEYS2DH B
BRI 2 WA S L ITHEE L7z,

AR, MRSA OEBICEEL -T2 ¥ 2 R% L 7Y 2
NRT 54 FREEZGH L72%E, EIEHICE DY VCM
DEZMAME T 5 f-lactam antibiotic induced van-
comycin-resistant MRSA: BIVR 23l S % & D
523 57, VRE % VCM it MRSA (VRSA) A
T 5 BT UMD VCM OEZ 2 20 S 4 2 B
HoB LT EDT R TIRWIT RV,

WEkiIE 7 = ARERLT I/ 7Ty FREICKHL
Befafk LiCa— FEhABRMELZ D, /2, "=
Y UREEY U T4 FREICIIPIHEORZ = LR L
L 72 Re R = ) F—EEAET I A I NI X 5
PHIEHE DRI N TV DY, F72, 70t uF /o rfk
IZH3 % DNA gyrase (gyrA) BinT-DEROEE
bMPAINO0H 57, 5127 axTy 4 FRE
b HIE VCM i E#E T (vanA - vanB) O 75 A3 K
2 X BHAIEESY, S5 IR EICb o TV B E

FE VCM Tif 15T (vanC) o HIREERS S B 5 5
W7o T&ERY, $7, ThOoDHEERRFIZRZHE
TEHTLZEBAMONT WS, JREGIKYE Dk 5%
WE L THMoBInICH ), RIBRICIIERSLE LR
HTH 5,

CVA 3%tk Lo AmpC A% FEST 5720, C.
freundii % £ O R T O ESBL R Z1TH &
ESBL Z[% L T3 AmpC *#F&E &, CAZ, CTX,
CPDX 7 & Al & TR/ L 72 Y, B
LN GENBDONLE o720 T2HE0RH 5, SHO
& TlE FMOX @ MIC %% 2 ug/mL 2L E Ot AmpC
DHEEFBETE RO L2, AmpC B XL
ESBL [a] IR j# 4 4k @ ESBL i8R I 3T E L ¥ T
H5bo

S OWETTRBE O 15% 2% 7 1 ¥ Rtk %

720 AR, B LW HEGRT & LTS R B &
OCRBEETTI A3 FEX ) v VIHEEET (gnr) @
AR S P ENTE 2o HATHMPARIIL D D
DA BNTT I A I PR/ v Vifth#z 1o
FAEDHER SN, gqnr BIZTFOIERHRIC X 2 FAKS
F 0 MREZMRANOBADBD LN 7T A3
FIZ& 2%/ 0 VigthEE ORI 7 7 LB R O
VAL %2 2R D 2B E 72 5 W REME 2 O TV 5,
okl I e A AL g8 & (PER 2001) O #Hii5'"T
(X% FI TP AR IR T O ML FRIL & FEF 3 T 2.84%, Wb
HIXT0.81% LWIHKRTH o7 bLbMOKREHT
b1tk (0.7%) THYH, TORBEEIENLDTH
272

WIS, WYEL % 1S L 72 MRSA, WmERN, ARBRE,
Y FTURREDOYGE, BEZEOBVHHELRG L
THRIAOUHESR SN, AT Lo & kS
B2 ENBHDH. FICHURRR S 7 — 7 IV EEE TH
BEINDT —ANS Ve TD X ) BB IR M &
FERFIZE DO LORBERICTELARZRELTBE,
FERHBUE I 2 TB L T EBERRICL > TRYTH
5o
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Survey of susceptibility of urinary isolates of bacterial species to
antibacterial agents in 2002

Kiyohito Ishikawa, Satoshi Hayakawa, Shinzaburo Miyokawa,
Yorio Naide and Kiyotaka Hoshinaga

Department of Urology, School of Medicine, Fujita Health University,
1-98 Dengakugakubo Kutsukake—cho, Toyoake, Aichi, Japan

Based on the solution—dilution MICs recommended by the Japan Society of Chemotherapy, we assessed
the activity of antibacterial agents against urinary isolates of 1,582 strains of 12 uropathogenic species
obtained in 2002 from outpatients and patients hospitalized at Fujita Health University Hospital.
Methicillin-resistant strains accounted for 50% of Staphylococcus aureus and Staphylococcus epidermidis.
The most common species isolated was Enterococcus faecalis (16.3%). Much difference existed in
resistance to antibacterial agents between enterococcal species, Enterococcus faecium being the most
resistant. Escherichia coli accounted for over 50% of the 1,151 gram-negative bacillus strains. The
proportion of new quinolons (NQ)-resistant E. coli strains was 15%, and these 25 strains (4.4%) were
suspected of producing extended—spectrum f—lactamase (ESBL). ESBL-producing strains with NQ-
resistance accounted for 80%. Over 90% of Klebsiella pneumoniae was susceptible to all agents. The
distribution of antipseudomonal agent activity against Pseudomonas aeruginosa indicated a decrease in
the number of multiresistant strains and an increase in strains susceptible to all agents. Some difference
existed in resistance to antibacterial agents between Proteus species. No ESBL-producing or
multiresistant strains were isolated among Serratia marcescens. Our results suggest problems in which
enterococcal species with resistance increase in gram-—positive cocci and ESBL—producing and NQ-
resistant strains are detected in gram—negative bacilli.



