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PFGE patterns of vancomycin—resistant enterococci isolated from 9 patients (10 strains).
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Table 2. Antibactal susceptibility of vancomycin-resistance vanA, vanB and vanC genotype

(vanA 7 strains)
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VCM 00000 .-::..
} TEIC - ......-.... -
&
E RFP [ J [ 11 [} [ J | [ J [ [ ] [ | ] u
. LZD o ....-......
ABPC .....-... 1] n

VCM: vancomycin, TEIC: teicoplanin, RFP: rifampicin, LZD: linezolid, ABPC: ampicillin
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Cases were isolated of VRE in the northern Kyushu and antibacterial
activity of linezolid and other drugs against bacterial strains
encoding vanA ,vanB ,vanC genotype
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?Department of Laboratory Medicine, Fukuoka Tokushukai Hospital

¥Kyurin Corporation
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Vancomycin-resistant enterococci (VRE) are considered to be major causative bacteria of severe
nosocomial infections resistant to antimicrobial agents, and the increase in VRE infections is a great
concern in us social welfare. Although fewer hospital-acquired VRE infections are detected in Europe than
that in the USA, the existence of vanA group genes in the veterinary field is considered a potential
infection source. In Japan, VRE were isolated for the first time in Tokyo and Kyoto, therefore increase of
VRE were uneasiness. However, only a few VRE were isolated from clinical materials in institutions. In our
recent investigation on VRE incidence in northern Kyushu, 10 strains of VRE including two Enterococcus
faecalis vanA, 3 E. faecalis vanB , 4 Enterococcus faecium vanA and 1 E. faecium vanB strain were isolated
from patients at 4 institutions. Among antimicrobial agents (vancomycin, teicoplanin, rifampicin,
ampicillin, and linezolid) tested for their susceptibility using agar dilution method against 21 vancomycins
—weakly susceptible to highly resistant enterococci with either vanA, vanB, vanC-1, or van C-2/3
genotype, including the above 9 VRE strains, minimum inhibitory concentrations (MICs) of LZD against
VRE strains were all determined to be =2 ug/mL categorized as susceptible according to the NCCLS.



