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Table 1. Antibacterial activity of moxifloxacin and other antimicrobial agents against clinical isolates
MICO p g/mLO
Organism[] No. of isolates[] Compound
Range 50% 90%

S. aureus moxifloxacin 0 0.030 0.25 0.06 0.12

Methicillin-susceptible[] 58] tosufloxacin 0 0.030 0.25 0.06 0.06
levofloxacin 0.120 0.5 0.25 0.25
ampicillin 0.120 16 2 4
cefpodoxime 050 4 2 4
clarithromycin 0.1200 128 0.25 1
vancomycin 050 2 1 2

S. aureus moxifloxacin 0 0.030 64 2 64

Methicillin-resistant[] 600 tosufloxacin 0 0.030 64 4 32
levofloxacin 0.250 64 8 64
ampicillin 0.250 64 32 64
cefpodoxime 400 128 0 128 0 128
clarithromycin 200 128 0 128 0 128
vancomycin 102 2 2

S. epidermidis( 310 moxifloxacin 0.06 0 32 0.12 2
tosufloxacin 0 0.030 16 0.12 8
levofloxacin 0.120 64 0.25 8
ampicillin 0.120 32 2 8
cefpodoxime 02500 128 4 128
clarithromycin 0.1200 128 1 0 128
vancomycin 050 2 2 2

S. pyogenes] 250] moxifloxacin 0 0.030 0.5 0.12 0.5
tosufloxacin 0 0.030 0.5 0.12 0.5
levofloxacin 0 0.030 2 0.5 2
ampicillin 0 0.03 0 0.03 0 0.03
cefpodoxime 0 0.03 0 0.03 0 0.03
clarithromycin J 0.03 0 0.03 0 0.03
vancomycin 0.5 0.5 0.5

S. agalactiaed 200 moxifloxacin 0120 2 0.12 0.5
tosufloxacin 0250 16 0.25 0.5
levofloxacin 050 32 1 1
ampicillin 0.120 0.25 0.12 0.12
cefpodoxime 0 0.030 0.06 0 0.03 0 0.03
clarithromycin 0 0.03 0 0.03 0 0.03
vancomycin 0501 0.5 1

ouLbO0ODDLOOODOODODO
Hno o 0
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OodooooooooMICOOOOOOMICs,OO
00 MIC, OO TablelDOODOOOOO MIC, DO ODOO
gooooboooooooao
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MICO p g/mLO
OrganismJ No. of isolates[] Compound
Range 50% 90%
S. preumoniae moxifloxacin 0.120 4 0.25 2
PSSP, PISP, PRSP, and QRSP 571 tosufloxacin 0060 16 0.25 4
levofloxacin 0.25 0 32 1 16
ampicillin 00030 8 0 0.03 2
cefpodoxime 0 0.030 16 0.25 1
clarithromycin 0 0.0300 128 4 0 128
vancomycin 0120 1 0.25 0.5
S. pneumoniae moxifloxacin 0.120 2 0.25 0.5
Ampicillin-susceptible *0J 210 tosufloxacin 0120 4 0.12 0.5
levofloxacin 0.250 16 1 2
ampicillin 0 0.030 0.06 0 0.03 0.06
S. preumoniae moxifloxacin 0120 1 0.12 0.25
Ampicillin-intermediate "1 130 tosufloxacin 0.06 0 0.5 0.12 0.25
levofloxacin 050 8 1 1
ampicillin 0120 1 0.25 1
S. pneumoniae moxifloxacin 0.12 — —
Ampicillin-resistant ] 50] tosufloxacin 0.12 _ —
levofloxacin 0501 — —
ampicillin 20 8 — —
S. preumoniae moxifloxacin 0120 1 0.12 0.25
PISP and PRSP 180 tosufloxacin 0.06 0 0.5 0.12 0.25
levofloxacin 050 8 1 1
ampicillin 0.120 8 2 8
S. preumoniae moxifloxacin 0250 4 2 2
Quinolone-resistant 1] 18] tosufloxacin 0.250 16 4 )
levofloxacin 20 32 16 16
ampicillin 00030 2 0 0.03 2
E. faectumU 570 moxifloxacin 0.120 128 4 64
tosufloxacin 0 0.0300 128 4 0 128
levofloxacin 0 0.030 128 4 128
ampicillin 0 0.030 128 16 64
cefpodoxime 0 0.0300 128 0 128 0 128
clarithromycin 0.120 0 128 0 128 0 128
vancomycin 0250 2 1 1
H. influenzaell 440 moxifloxacin 0 0.030 0.12 0 0.03 0 0.03
tosufloxacin 0 0.03 0 0.03 0 0.03
levofloxacin 0 0.030 0.12 0 0.03 0 0.03
ampicillin 0.06 0 64 0.25 32
cefpodoxime 000301 0 0.03 0.25
clarithromycin 40 16 8 16
vancomycin 0 16 0 16 0 16
M. catarrhalis0 110 moxifloxacin 0 0.03 0 0.06 0.06 0.06
tosufloxacin 0 0.03 0 0.03 0 0.03
levofloxacin 0 0.03 0 0.03 0 0.03
ampicillin 0120 4 2 2
cefpodoxime 0.120 0.5 0.5 0.5
clarithromycin 0.06 0 0.5 0.25 0.5
vancomycin 0 16 0 16 0 16

at ABPC MIC O 0.06p g/mLOPY ABPC MIC 0.12 0 1p g/mLO <Y ABPC MIC O 2p g/mLO 9" Strain isolated abroad

odABPCOODODDODOOTRLXD OO LVEXO O

go4b80000b0oobooooon

E.faecium 5700000 MIC, O VEM O 1ug/mL O
OO000000000OO0O0ooooonO ABPCO MICe

0 64ug/mLO 000000 O0DOTFLXO LVFXO CPDX
000 CAMO MIC, 00128 ug/mLO 0000

H. influenzae 440 O O O O MFLX O MICs O 0O 0.03

ug/mLODODOOTFLX OO0 LVFX 0000 ABPCO
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Table 2. In wvitro antibacterial activity of moxifloxacin and other antimicrobial agents against quinolone-
resistant strains of S. aureus and E. coli

MICO p g/mLO
Organism Mutation
MFLX TFLX LVFX ABPC CPDX CAM VCM
S. aureus Parent 0.06 0 0.03 0.25 0.06 1 0 0.12 1
norA 0.25 0 0.03 0.25 0.06 1 0 0.12 1
qyrA 0.12 0 0.03 0.25 0.06 1 0 0.12 1
grlA 0.12 0.12 0.5 0.06 1 0 0.12 1
grlA 0.25 0.25 1 0.06 1 0 0.12 1
gyrA  griA 32 8 0 128 0.06 1 0 0.12 1
gyrA  griA 2 1 8 0.06 1 0 0.12 1
E. coli qyrA 0.25 0 0.03 0.06 2 0.5 128 0 64
qyrA 0.25 0 0.03 0.06 2 0.25 128 0 64
gyrA 0.5 0.12 0.25 128 0.25 128 0 64
gyrA 0.5 0 0.03 0 0.03 128 0.25 64 0 64
qyrA 1 0.12 1 4 0.5 128 0 64
qyrA 1 0.25 1 4 0.5 64 0 64
gyrA 0.25 0 0.03 0.12 4 0.5 64 0 64
gyrA 8 8 8 0 128 0 128 64 0 64
qyrA 0.5 0 0.03 0.12 2 0.5 64 0 64
qyrA 1 0.25 0.5 32 0.25 64 0 64
gyrA 1 0.25 0.25 16 0.25 64 0 64
gyrA 0.25 0.12 0.12 2 0.25 32 0 64
qyrB 0 0.03 0 0.03 0 0.03 1 0.25 64 0 64
qyrB 0.25 0 0.03 0.25 128 1 128 0 64

Table 3. In vitro antibacterial activity of moxifloxacin and other antimicrobial agents against VCM-resistant strains
of Enterococcus spp.

MICO p g/mL0
Organism Mutation

MFLX TFLX LVFX ABPC CPDX CAM VCM

E. faecalis vanA 4 16 16 0.5 0 128 0 128 0 64

vanB 8 8 16 0.5 0 128 0 128 32

E. faecium vanA 2 1 2 16 0 128 0 128 0 64

vanA 2 1 2 16 0 128 0 128 0 64

vanA 2 1 2 32 0 128 0 128 0 64

vanA 2 1 2 32 0 128 1 0 64

vanA 1 1 2 4 0 128 0 128 0 64

vanA 2 1 2 64 0 128 0 128 0 64

vanB 2 1 4 16 0 128 1 32

vanA 4 4 8 8 0 128 0 128 0 64

vanB 4 8 16 0.5 0 128 0 128 32

vanB 2 1 2 2 0 128 0 128 32

vanA 2 1 2 128 0 128 2 0 64

vanB 2 1 4 32 0 128 0 128 32

vanA 2 1 2 64 0 128 128 0 64

CPDXUOCAMO OO VCM DO DO 801024000000 d od
od 2000000 ooooog
Moraxella catarrhalis 110 O 0O O O MFLX O MICy ScaureusO OO E.coiD0DOO0OO0O0OOOO MIC

0006ug/mLOO0OOTFLXO O OLVFXO OO DO 00 Table2O0OVCM O O E. faecalis 0 O O E. faecium
MIC, O OO MIC, OO DO OOOOOOABPCOCPDXO OVREOOODOO MICOO Table3O O OO
CAMO OO vVCMO DO 805120 MICx, DO DO OO0 S.aureus 00 norA0gyrA 000 grl A0 00O O0O0O
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In vitro antibacterial activity of moxifloxacin

Matsuhisa Inoue, Yuko Sato and Ryoichi Okamoto

Department of Microbiology, Kitasato University School of Medicine, 1-15-1 Kitasato, Sagamihara, Kanagawa, Japan

Moxifloxaciil MFLXO a new synthetic antibacterial agent, was assessed for in vitro antibacterial activity in
comparison with tosufloxacinl TFLXO levofloxacifu LVFXO ampicillin ABPC[ cefpodoximél CPDX[J clarithro-
mycifl CAMO and vancomycifil VCMU The results obtained are described below:

10 Assessement of MFLX for antibacterial activity against clinical isolates reveal an MICy against Staphylo-
coccus aureusl MRSAD and Enterococcus faecium are above 64 pg/mL, but the MICs of MFLX against other
species was lower, 0.03-2 ug/mL, and MFLX displayed especially potent activity against S. aureusl MSSAL]
Streptococcus spp., Haemophilus influenzae, and Moraxella catarrhalis, as pathogens that cause respiratory

infections.

20 The MICs of MFLX were higher against the two strains of S. aureus with a grlA mutation in addition to a
gyrA mutation and the one strain of E. coli with a gyrA mutation, the same as the other drugs. However, MFLX
exhibited potent activity against another strain with mutations in the genes encording DNA gyrase and Topo IV.
Also, the MICs of CPDX and VCM for VCM-resistant E. faecalis and E. faeciunil VREO were 32-0 128 ug/mL,
and they were highly resistant. The MICs of MFLX against those species were 1-8 g/mL, the same as those of

TFLX and LVFX.



