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ESBL isolation a,d b,e c.f feces feces
Date 2/3 2/6 2/7 2/8 2/9 2/132/212/22 2/25

%
OSE 150mg p.o. |

| 5 days

CPR

| FOM i.v. 4g
2 days|| 9 days

|[FOM 2 gp.o. |
| 4 days

ISP [ IPM
2 days| 1 day | Withdrawal because of drug eruption

2/3  2/6 2/7

2/13
37.5

217 2120
37.2 37.2

1.76 0.83 0.70

BT (C) ~37.6 40.7 38.0

WBC (% 10%/mm® 5,300 8,700 12,300 6,400 7,300 6,600
CRP (mg/dL) 0.82 2.94 89.37

Fig. 1.

Clinical course of the patient with urosepsis caused by UOE-1 producing Escherichia coli.

a, Rec2291 from blood; b, Rec2292 from urine; ¢, Rec2293 from feces; d, Rec2367 from blood; e,

Rec2368 from urine; f, Rec2369 from feces.
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Table 1. MICs of various antimicrobials for E. coli isolates from a patient with urosepsis
MICO p g/mLO
Antimicrobial agent Rec Rec Rec Rec Rec Rec
2291 2292 2293 2367 2368 2369
Piperacillin 256 256 0 256 256 256 256
Piperacillin/tazobactam 812 8/2 4/1 8/2 8/2 8/2
Cefazolin 0 256 0 256 0 256 0 256 0 256 0 256
Cefotiam 32 32 128 32 32 32
Cefotaxime 64 64 128 64 64 64
Ceftazidime 16 8 16 8 8 8
Ceftazidimet clavulanic 0.25 0.25 0.25 0.25 0.125 0.125
acid"
Cefmetazole 1 1 1 1 1
Latamoxef 0.5 0.5 1 0.25 0.25 0.25
Cefpirome 16 16 64 16 32 32
Cefpiromel] clavulanic acid" 0.063 0.063 0.063 0.063 0.063 0.063
Aztreonam 16 16 32 16 32 32
Imipenem 0.125 0.125 0.125 0.125 0.125 0.125
Meropenem 0.016 0.016 0.031 0.016 0.016 0.016
Cefpodoxime 256 256 0 256 256 256 256
Ce_fpodoxmel] clavulanic 05 05 1 05 05 05
acid"
Faropenem 1 1 1 1 1 1
Ciprofloxacin 128 128 32 128 64 64
Levofloxacin 16 16 32 16 16 16
Minocycline 1 1 1 1 0.5 0.5
Gentamicin 1 1 0.5 1 1 1
Ampicillin 0 256 0 256
Ampicillin/sulbactam 16 16
Amoxicillin 0 256 0 256
Amoxicillin/clavulanic acid”
16 16
0210
Fosfomycin 1 1
Trimethoprim/sulfamethoxaz 0 16/ 0 16/
ole 0 304 0 304
Tetracycline 1 1
Amikacin 8 8
Isepamicin 2 2

U: 4 p g/mL of clavulanate added

Rec2291 and Rec2367 were isolated from blood on 6 January 2003
Rec2292 and Rec2368 were isolated from urine on 7 January 2003
Rec2293 and Rec2369 were isolated from feces on 8 january 2003
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Fig. 2. PCR detection of the TEM type and CTX-M-3 type
B-lactamase gene in 6 E. coli isolates.
a, Rec2291 from blood; b, Rec2292 from urine; c,
Rec2293 from feces; d, Rec2367 from blood; e, Rec2368
from urine; f, Rec2369 from feces.
Used primerd CTX-M-1/3: gggAcgAtgTCACTggC, gCgg-
TgTTTAACGTCggC, TEM: TAAgAgAATTATGCAgTGCT-
gCC, ATATgAgTAAACTTggTCTgACAGO
Sequence analysis of the CTX-M-3 type B-lactamase and
TEM type B-lactamase was revealed that the B-lacta-
mases were UOE-1 and TEM-1 by ABI377 sequencer.
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Fig. 3. Not | restriction patterns of chromosomal
DNAs from UOE-1 producing E. coli isolates by
pulse field gel electrophoresis.

M, A DNA ladders; a, Rec2291 from blood; b,
Rec2292 from urine; ¢, Rec2293 from feces; d,
Rec2367 from blood; e, Rec2368 from urine; f,
Rec2369 from feces; g, SEC164 from an other pa-
tient; h, Rec795 from an other patient.

This test was performed by the method of Smith*
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A 89-year-old woman was found to have a high-grade fever. Escherichia coli were isolated in cultures of
blood, urine, and feces. The result of antibiotic susceptibility against the isolates was predicted the presence of
Extended spectrum B-lactamasel] ESBLOproducing strain. We switched the antibiotics to imipenemd IPMO and
fosfomyciril FOMO But, the patient developed a drug-induced exanthema as an adverse effect of IPM, however,
and intravenous administration of FOM alone was continued for 2 weeks. FOM was effective, and the fever and
abnormal laboratory findings improved immediately. The result of the sequence analysis of the ESBL revealed
that the B-lactamase was UOE-1. The Not | restriction patterns of the chromosomal DNA of the pulse-field gel
electrophoresis showed that the isolates from blood, urine, and feces were identical. We concluded that the
urosepsis had developed as a result of urinary tract contamination by feces.



